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The global area of biotech crops has grown from 
1.7 million hectares (1996) to 175 million hectares 
(2013) since their commercial introduction world-
wide (James 2013). Bt maize has been engineered to 
express insecticidal toxins belonging to the family 
of crystal (Cry) toxin proteins. Today, more than 
700 different Cry toxins are known (Crickmore et 
al. 2013). A part of Cry toxins may become rapidly 
eliminated by different microorganisms in the 
soil, but a significant fraction connects to clay 
minerals and humic acids and remains detectable 
in the soil for a long time (Stotzky 2000, Székács 
and Darvas 2012).

Arbuscular mycorrhizal fungi (AMF) are key 
symbionts of terrestrial plants and play an im-
portant role in their physiology, development and 
ecology. According to estimates, approximately 
80–90% of all terrestrial plants live in a symbiotic 
relationship with AMF (Jakucs 1999). AMF can 
facilitate water and phosphorus uptake by plants, 
especially in stress situations (Bethlenfalvay et al. 
1988, Posta and Fiileky 1997), and are able to influ-
ence heavy metal uptake of the plants (Seres et al. 
2006, Cavagnaro 2008). Maize is one of the heavily 
mycorrhizal-dependent plant species (Tawaraya 
2003). Therefore, the importance of AMF in maize 
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ABSTRACT
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Bt counterpart, but no significant effect of the maize line was found as regards vesicle colonisation. The intensity of 
the arbuscular infection increased over time during plant maturation. DAS-59122-7 Bt maize had a negative effect 
on the initial development of AMF under field conditions, but no difference was seen in the case of the last two 
sampling dates (day 82 and 135). The reason of the latter is still not known.
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growth is expected to increase with the likely in-
crease in the frequency of extreme water events 
(droughts and floods) in the near future (Rillig et 
al. 2003). According to the recently accepted view, 
Cry toxins seem to have few or no toxic effects on 
most of the soil organisms (Wolfenbarger et al. 
2008). However, AMF are one of the soil-dwelling 
organisms that show some sensitivity to Cry toxins 
(Icoz and Stotzky 2008). These findings are based 
mainly on studies with Cry1Ab toxin-producing 
plants, which were developed against the caterpil-
lars of the European corn borer (Ostrinia nubi-
lalis) and other lepidopteran pests (Darvas et al. 
2011). Other groups of Cry toxins were developed 
to control the larvae of beetle pests, especially 
Diabrotica species. DAS-59122-7 traits are produc-
ing Cry34Ab1 and Cry35Ab1 toxins for resistance 
to corn root worm and pat gene for herbicide tol-
erance. Only few studies analysed the mycorrhizal 
development in the DAS-59122-7 trait. Cheeke et 
al. (2012) found that Bt maizes had lower levels 
of AMF colonisation than the near isogenic lines 
in a pot experiment. In this experiment, Cry1Ab, 
Cry34/35Ab1, Cry3Bb1 and Cry1F-producing 
maize lines were examined. However, no significant 
relationship was observed between the reduction 
in AMF colonisation and particular Bt toxins. In 
a subsequent experiment, no effect of Bt maize 
(Cry1Ab, Cry34/35Ab1, Cry1F, Cry3Bb1) on AMF 
was found under field conditions (Cheeke et al. 
2013). Plant growth and AMF colonisation did not 
differ between Bt and non Bt maize at any harvest 
period (day 60, 90 and 130, respectively).

Very few studies evaluated the effects of Bt 
maize on AMF colonisation (Liu and Du 2008, Liu 
2010, Hannula et al. 2014). Only one field experi-
ment has been conducted regarding the effect of 
Cry34/35Ab1-producing maize so far. Therefore, 
we addressed the following specific questions: (i) 
are there any differences in the mycorrhizal pa-
rameters when comparing Cry34/35Ab1-producing 
Bt (DAS-59122-7) and near isogenic maize line in 
the field and (ii) whether the temporal dynamics 
of AMF development differs between the two 
maize lines or not.

MATERIAL AND METHODS

Near isogenic and DAS-59122-7 maize plants 
were grown in the experimental field in Julianna-
major, Nagykovácsi (at the North western edge of 

Budapest), Hungary. The main soil parameters of 
the experimental field were as follows: pHH2O 6.89, 
pHKCl 5.39, C% 1.25, N% 0.16, NH4

+-N 6.46 mg/kg 
and NO3

–-N 5.76 mg/kg. The inner part of the field 
(20 by 18 m, 16 rows of maize) was planted with 
the Bt maize and 6 rows were planted with near 
isogenic maize around this, in order to prevent 
Bt maize pollen escape. This experimental setup 
has the potential to cause edge effect. However, 
no significant differences were found either in soil 
temperature or in soil moisture between the Bt and 
isogenic plot soil during the maize-growing season 
(Table 1). This indicates that, most probably, edge 
effect did not influence the results significantly.

Maize and soil samples were taken four times 
after planting. The sampling dates were as follows: 
16 June (day 19), 27 July (day 60), 18 August (day 
82) and 10 October (day 135). Maize plants were 
10–15 cm in height at the first sampling time. The 
second sample was taken at tassel initiation, the 
third at the middle of grain filling and the fourth 
before harvesting.

Five Bt and five near isogenic maize individuals 
were collected randomly at all sampling days; the 
samples were therefore statistically independ-
ent from each other. Subsamples of the washed 
roots were cut into pieces of approximately 1 cm 
in length. Root segments were cleared in 10% KOH 
for 15 min at 90°C and washed with distilled wa-
ter. Cleared samples were soaked for 1 h in a 25% 
HCl solution. The formation of mycorrhizae was 
quantified by measuring the hyphal, arbuscular and 
vesicle formation of the AMF after staining with 
0.1% trypan blue and lactophenol. The percentage 
of colonisation was estimated using the grid-line 
intersect method (Giovanetti and Mosse 1980). 
Briefly, the presence or absence of the AM hyphae, 

Table 1. Soil temperature and moisture of Bt and isogenic 
maize plots on four sampling days (average ± standard 
deviation). No significant difference was found between 
Bt and isogenic plot soil in any case

Sample 16 June 27 July 18 August 10 October

Soil temperature (°C)

Bt 27.7 ± 0.8 18.5 ± 0.9 22.4 ± 0.6 10.9 ± 0.5

Isogenic 27.3 ± 0.5 18.7 ± 0.9 22.7 ± 1.3 11.6 ± 1.0

Soil moisture (%)

Bt 10.6 ± 1.7 6.8 ± 2.2 7.8 ± 2.2 7.3 ± 1.4

Isogenic 12.4 ± 3.4 8.2 ± 2.1 7.4 ± 1.8 7.2 ± 0.9
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arbuscules and vesicles per 100 root intersects were 
counted in random order. The percentage of AMF 
colonisation was measured as follows: number of 
intersects, where any fungal structures (hyphae, 
arbuscules and/or vesicles) were recorded.

Data were analysed with two-way ANOVA. 
Response variables were hyphae, arbuscules, vesi-
cles and AMF colonisation. Maize line (i.e., Bt vs. 
near isogenic) and observation time were used as 
explanatory factors in the models. During model 
selection, Akaike’s information criterion was used 
to select the competing models. Model selection 
was conducted until all the terms in the model 
were statistically significant at the 0.05 level (in 
the sense of minimum adequate model, Crawley 
2005). Therefore, non-significant interactions were 

eliminated stepwise. Differences between group 
means were examined using the Tukey’ post hoc 
tests. All analyses were performed using the R 
statistical program (R Core Team 2013).

RESULTS AND DISCUSSION

Assessments of some mycorrhizal parameters 
on Bt and non Bt maize roots. The maize line 
had a significant effect on three response variables 
(hyphal, arbuscular, AMF colonisation) (Table 2), 
with a lower percentage in the case of Bt maize 
(Figure 1). The maize line had no significant effect 
on vesicle colonisation (Figure 1c). Cheeke et al. 
(2012) conducted an experiment with Bt maize 

Table 2. Results of the statistical analysis (two-way ANOVA) on mycorrhizal parameters

Maize Time Maize × time
Hyphae 14.45 (< 0.001) 4.72 (0.008) 0.82 (0.49)
Arbuscules 12.62 (< 0.001) 19.18 (< 0.001) 1.26 (0.30)
Vesicle 1.87 (0.18) 14.14 (< 0.001) 0.30 (0.82)
AMF colonisation 24.29 (< 0.001) 2.32 (0.09) 1.72 (0.18)

The numbers indicate the F-value of the ANOVA (P-value). Response variables were hyphae, arbuscules, vesicles 
and arbuscular mycorrhizal fungi (AMF) colonisation. Maize line (i.e., Bt vs. near isogenic) and observation time 
were used as explanatory factors in the models. Graphical representation of the data is found in Figure 1

 

0

20

40

60

80

100

0 50 100 150

 H
yp

ha
l c

ol
on

isa
tio

n 

isogenic
Bt

0

20

40

60

80

100

0 20 40 60 80 100 120 140 160

 A
rb

us
cu

le
 c

ol
on

isa
tio

n 

0

20

40

60

80

100

0 20 40 60 80 100 120 140 160

 V
es

ic
le

 c
ol

on
isa

tio
n 

Time (days) 

0

20

40

60

80

100

0 20 40 60 80 100 120 140 160

 A
M

F 
co

lo
ni

sa
tio

n 

Time (days) 

Figure 1. (a) Hyphal colonisation, (b) arbuscular colonisation, (c) vesicle colonisation, and (d) arbuscular my-
corrhizal fungi (AMF) colonisation. Percentage of colonisation of DAS-59122 and its near isogenic maize at 
different time points. The points represent the means (± standard deviation) of five replicates. Samples were 
taken on the same day, but symbols are shifted for better visibility
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producing, among others, Cry34/35Ab1 toxins. 
In a greenhouse experiment, they found that Bt 
maize roots had lower levels of AMF colonisation 
than the near isogenic lines at day 60, when maize 
plants were in a period of active growth. Our ex-
periment reinforced their findings: colonisation (%) 
was significantly lower at the 19th and 60th day on 
Bt maize roots than on near isogenic maize roots 
(P = 0.042 and P = 0.012, respectively). Hyphal 
(P = 0.084) and arbuscular colonisation (P = 0.057) 
were lower with marginal significance on the roots 
of Bt maize at the second observation time (day 
60). Cheeke et al. (2013) found no difference be-
tween Cry34/35Ab1 toxin-producing Bt and near 
isogenic maize lines in a field experiment and 
they suggested that the cultivation of Bt maize 
may not have any impact on AMF under field 
conditions. Plant developmental stage seems to 
be an important factor when AMF development 
is compared between Bt and non Bt maize plants. 
Similarly to the results presented here, Zeng et al. 
(2014) showed that AMF diversity was influenced 
by growth stage in Cry1Ab-producing Bt maize.

Mycorrhizal colonisation over time during the 
vegetation period. In the present experiment, obser-
vation time had a strong significant effect (Table 2) on 
mycorrhizal parameters in the case of three response 
variables (hyphal, arbuscular and vesicle colonisation) 
while, as regards total AMF colonisation, a nearly sig-
nificant P-value was obtained (0.09). According to the 
Tukey’s post hoc comparisons, hyphal colonisations 
values were significantly different between observa-
tion time pairs 1–3 (P = 0.021) and 1–4 (P = 0.009). 
Arbuscular and vesicle colonisation were different be-
tween sampling times 1–2 (P < 0.001, P = 0.005), 1–3 
(P < 0.001, P = 0.003) and 1–4 (P < 0.001, P < 0.001). 
The effect of time and maize line interaction was 
not significant.

Experimental results with other Cry  toxin 
(Cry1Ab) producing maize lines suggest a potential 
negative impact of Bt crops on the development 
or dynamics of AMF in some cases (Turrini et al. 
2004, Castaldini et al. 2005). Villányi et al. (2006) 
found that, at the beginning of the vegetation 
period, the intensity of mycorrhizal infection and 
arbuscular frequency were much lower in the root 
segments of Bt maize (MON 810, Cry1Ab toxin). 
Later on, these differences disappeared with the 
reconstruction of symbiosis, resulting in similar 
colonisation values. These results are very similar 
to the colonisation pattern observed in our experi-
ment. In contrast, several publications reported no 

negative effect of Bt plants on AMF. De Vaufleury 
et al. (2007) found no difference in mycorrhi-
zal colonisation between Bt (MEB307 expressing 
Cry1Ab toxin) and non Bt maize lines. Verbruggen 
et al. (2012) tested two maize cultivars (Cry1Ab) 
for their effects on soil AM fungal communities 
and the main conclusion of the experiment was 
that no consistent difference was detected between 
AM fungal communities associated with GM and 
non-GM plants. These results are in contrast with 
our findings. However, it should be noted that the 
different and contradictory findings of the studies 
available may result from differences in the cry 
toxins and AMF species used, as well as in the 
circumstances of the experiments.

Our results support the hypothesis that certain 
differences may exist between Bt and non Bt maize 
lines in the initial period of AMF development. In 
conclusion, present experiment showed that the 
DAS-59122-7 maize had a negative effect on the 
initial development of AMF under field cropping 
circumstances.

Acknowledgements

We would like to thank Zsuzsa Csaba for im-
proving the English.

REFERENCES

Bethlenfalvay G.J., Brown M.S., Ames R.N., Thomas R.S. (1988): 
Effects of drought on host and endophyte development in 
mycorrhizal soybeans in relation to water use and phosphate 
uptake. Physiologia Plantarum, 72: 565–571.

Castaldini M., Turrini A., Sbrana C., Benedetti A., Marchionni 
M., Mocali S., Fabiani A., Landi S., Santomassimo F., Pietrangeli 
B., Nuti M.P., Miclaus N., Giovannetti M. (2005): Impact of Bt 
corn on rhizospheric and soil eubacterial communities and on 
beneficial mycorrhizal symbiosis in experimental microcosms. 
Applied and Environmental Microbiology, 71: 6719–6729.

Cavagnaro T.R. (2008): The role of arbuscular mycorrhizas in 
improving plant zinc nutrition under low soil zinc concentra-
tions: A review. Plant and Soil, 304: 315–325.

Cheeke T.E., Rosenstiel T.N., Cruzan M.B. (2012): Evidence of 
reduced arbuscular mycorrhizal fungal colonization in multiple 
lines of Bt maize. American Journal of Botany, 99: 700–707.

Cheeke T.E., Cruzan M.B., Rosenstiel T.N. (2013): Field evalua-
tion of arbuscular mycorrhizal fungal colonization in Bacillus 
thuringiensis toxin-expressing (Bt) and non-Bt maize. Applied 
and Environmental Microbiology, 79: 4078–4086.

Vol. 60, 2014, No. 12: 569–573 Plant Soil Environ.



	 573

Crawley M.J. (2005): Statistics: An Introduction Using R. John 
Wiley & Sons, Chinchester

Crickmore N., Baum J., Bravo A., Lereclus D., Narva K., Sampson 
K., Schnepf E., Sun M., Zeigler D.R. (2013): Bacillus thuring-
iensis toxin nomenclature. Available at http://www.Btnomen-
clature.info/

Darvas B., Bánáti H., Takács E., Lauber É., Szécsi Á., Székács 
A. (2011): Relationships of Helicoverpa armigera, Ostrinia 
nubilalis and Fusarium verticillioides on MON 810 maize. 
Insects, 2: 1–11.

De Vaufleury A., Kramarz P.E., Binet P., Cortet J., Caul S., An-
dersen M.N., Plumey E., Coeurdassier M., Krogh P.H. (2007): 
Exposure and effects assessments of Bt-maize on non-target 
organisms (gastropods, microarthropods, mycorrhizal fungi) 
in microcosms. Pedobiologia, 51: 185–194.

Giovannetti M., Mosse B. (1980): An evaluation of techniques 
for measuring vesicular arbuscular mycorrhizal infection in 
roots. New Phytologist, 84: 489–500.

Hannula S.E., de Boer W., van Veen J.A. (2014): Do genetic modifi-
cations in crops affect soil fungi? A review. Biology and Fertility 
of Soils, 50: 433–446.

Icoz I., Stotzky G. (2008): Fate and effects of insect-resistant Bt 
crops in soil ecosystems. Soil Biology and Biochemistry, 40: 
559–586.

Jakucs E. (1999): Fungal symbioses. Acta Microbiologica et Im-
munologica Hungarica, 46: 193–195.

James C. (2013): Global status of commercialized biotech/GM 
crops: 2011. International Service for the Acquisition of Agri-
Biotech Applications. ISAAA brief No. 46. Available at http://
www.isaaa.org/resources/publications/briefs/46/topfacts/
default.asp

Liu W. (2010): Do genetically modified plants impact arbuscular 
mycorrhizal fungi? Ecotoxicology, 19: 229–238.

Liu W., Du L. (2008): Interactions between Bt transgenic crops 
and arbuscular mycorrhizal fungi: A new urgent issue of soil 
ecology in agroecosystems. Acta Agriculturae Scandinavica, 
Section B – Soil and Plant Science, 58: 187–192. 

Posta K., Fiileky Gy. (1997): Growth and P nutrition of mycor-
rhizal maize plants at different soil volumes and phosphorus 
supplies. Acta Agronomica Hungarica, 45: 135–145.

R Core Team (2013): R: A Language and Environment for Sta-
tistical Computing. R Foundation for Statistical Computing, 
Vienna. Available at http://www.R-project.org/

Rillig M.C., Treseder K.K., Allen M.F. (2003): Global Change 
and Mycorrhizal Fungi. Mycorrhizal Ecology. Springer, Berlin, 
Heidelberg, 135–160.

Seres A., Bakonyi G., Posta K. (2006):  Zn uptake by maize under 
the influence of AM-fungi and Collembola Folsomia candia. 
Ecological Research, 21: 692–697.

Stotzky G. (2000): Persistence and biological activity in soil of 
insecticidal proteins from Bacillus thuringiensis and of bacterial 
DNA bound on clays and humic acids. Journal of Environmental 
Quality, 29: 691–705.

Székács A., Darvas B. (2012): Comparative aspects of Cry toxin 
usage in insect control. In: Ishaaya I., Palli S.R., Horowitz A.R. 
(eds.): Advanced Technologies for Managing Insect Pests. 
Springer Verlag, Berlin.

Tawaraya K. (2003): Arbuscular mycorrhizal dependency of 
different plant species and cultivars. Soil Science and Plant 
Nutrition, 49: 655–668.

Turrini A., Sbrana C., Nuti M.P., Pietrangeli B.M., Giovannetti M. 
(2004): Development of a model system to assess the impact of 
genetically modified corn and aubergine plants on arbuscular 
mycorrhizal fungi. Plant and Soil, 266: 69–75.

Villányi I., Füzy A., Biró B. (2006): Non-target microorganisms 
affected in the rhizosphere of the transgenic Bt corn. Cereal 
Research Communications, 34: 105–108.

Verbruggen E., Kuramae E.E., Hillekens R., de Hollander M., Kiers 
E.T., Röling W.F., Kowalchuk G.A., van der Heijden M.G. (2012): 
Testing potential effects of maize expressing the Bacillus thur-
ingiensis Cry1Ab endotoxin (Bt maize) on mycorrhizal fungal 
communities via DNA- and RNA-based pyrosequencing and 
molecular fingerprinting. Applied and Environmental Micro-
biology, 78: 7384–7392.

Wolfenbarger L.L., Naranjo S.E., Lundgren J.G., Bitzer R.J., Watrud 
L.S. (2008): Bt crop effects on functional guilds of non-target 
arthropods: A meta-analysis. Plos one, 3(5): e2118. doi:10.1371/
journal.pone.0002118. 

Zeng H., Tan F., Zhang Y., Feng Y., Shu Y., Wang J. (2014): Effects 
of cultivation and return of Bacillus thuringiensis (Bt) maize 
on the diversity of the arbuscular mycorrhizal community in 
soils and roots of subsequently cultivated conventional maize. 
Soil Biology and Biochemistry, 75: 254–263.

Received on August 18, 2014
Accepted on November 11, 2014

Corresponding author:

Anikó Seres PhD., Szent István University, Department of Zoology and Animal Ecology, 
Páter Károly u. 1., H 2103 Gödöllő, Hungary
phone: + 36 28 522 085, fax: + 36 28 410 804, e-mail: seres.aniko@mkk.szie.hu

Plant Soil Environ. Vol. 60, 2014, No. 12: 569–573


